RAW SEQUENCE LIST\iN(^ 
ERROR REPORT ^^.^ 




The Biotechnology Systems Branch of the Scientific and Technical InForinntion 
Center (STIQ detected errors wlicn processing the following computer readable 
form: 



Application Serial Number: 




Date Processed by STIC: ^Qy— 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 57I-27J-()22I 



TO REDUCE ERRORED SEQLrENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.2 PROGRAM . ACCESSIBLE THROUGH THE UrS PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS 
lHfp://vvww.uspto.govAveb/ofnccs/pac/chcckcr/chkrno(c.lUm 



Applicaius subniiuiiig gcnciic sequence iiiformiilioa clccironically on diskctic or CD-Roiii should be awjire ikii there is 

n possibiliiv ihiii (he disk/CD-Roni iiiay have been a/Tccicd by ireatnicnt given 10 all incoming mail 

Please consider using allemate nielhods of submission for Ujc disk/CD-Rom or replacement disk/CD-Rom 

Any reply i ncluding a sequence listinE in electronic form should NOT be sent lo t!\e 2023 1 zip code address for the 

United States Patent and Trademark Oflice. and instead should be sent via ilie following to the indicated addresses: 

1. EFS'Bio (<httn:/Avww.usnto.gov/cbc/ef5/downlonds/doctiments.h(m> , EFS Submission 
User Mnniial -cPAVE) 

2. U.S. Postal Scn icc: Coinniissioncr for Patents. P.O. Box 1450, Alexandria, VA 22313-1450 

3 Hand Cari7» Federal Express, United Parcel SciTice, or oilier dclivct^ scr^'icc (EFFECTIVE 06/05/04): 

U.S. Patent and Trademark Ofncc, 220 20*** Slreci S., Customer Window, Mail Slop Sequence, Crystal Plaza Two Lobby 
Room I B03.Arhngton.VA 22202 



Revised 05/17/04 



BEST AVnii-^t*^^ 



"bug- 



'^"^^ Sequence* Ustint Error Summary 

Previouily to dcd nuclei, - . r*"""'"/' f*'*"'!" would .u(omj„Mllv '"""o Jfd 
Sk.ppcd Sequence. Seo«„„f., 

-^•n<220>,o<2,j> «"'>'«MANOArOHv * 

«.CO..r.c (CcoJ"'^ '"POnu. „c Unknown An r 

" Aa.r.ci„ Sequence ' '«..on ,e,„i„j .i.;^?,- 1"''""' ScO«c.,cr, n, 




'Uic or <jjo> 




BEST AVAILABLE COPY 



Page 1 of 4 




IFHO 



RAH SBQUSNCB LISTIHQ DATE: 
PATENT APPLICATION: nS/10/696,488 TIMsi 

Input Set : A:\8eq[uenca Ii8tin9-l-02.txt 
Output Set: Nt\CRP4\10132004W69648e.raw 



10/13/2004 
10:12:28 



4 
5 
6 
7 
9 
11 



C- 

c- 



<110> APPLICANT: Cuenoud, Bernard 
Altmann, Karl -Heinz 
Martin, Pierre 
Moser, Heinz Ernst 

<120> TITLE OP INVENTION: 2 ■ -Substituted Nucleosides and Oligonucleotide Derivatives 
<130> FILE REFERENCE: 4-20890B/C1 i^c* j.vauxve» 

13 <140> CURRENT APPLICATION NUMBER: US/10/696,488 

14 <141> CURRENT FILING DATS: 2003-10-29 

16 <150> PRIOR APPLICATION NUMBER: 09/194,844 

17 <151> PRIOR PILING DATE: 1999-05-14 

19 <150> PRIOR APPLICATION NUMBER: PCT/EP97/02738 

20 <151> PRIOR FILING DATE: 1998-05-27 

22 <isy PRIOR APPLICATION NUMBER: Switzerland 1432/96 

23 <ls/> PRIOR FILING DATE: 1996-06-06 

c\ati 



BRRORBD SBQl 



»y x-n.xvi\ rkctruxs^Lxyjsi vtunaaKi swiC zenana 1432/96 y* * v • 

/> PRIOR FILING DATE: 1996-06-06 . / /T)^ 

i^NCEs xvct^\)S:f^^ ^^r^ — - 



25 <2105. SEQ ID NO: 

26 <211> LENGTH: 20 

27 <212> TYPE: RNA 

28 <j l3>\ ORGANISM 



Homo sapiens 



W--> 

w--> 



0 M60> NUMBER OF SBO ID NQS 

29 <400> SEQUENCE: 1 

30 aaugcauguc acaggcggga 20 

173 <210> SEQ ID NO: 14 

174 <211> LENGTH: 13 

175 <212> TYPE: DNA 

176 <213> ORGANISM (j^rt if icial Sequence 

177 <220> FBATURB: ^ 

178 <22l> NAME/KEY: 2 ' -substituted sugar 

179 <222> LOCATION: 4, 6, 12 

180 <223> OTHER INFORMATION: ^cations ^ 6, 12 
181y?<400> SEQUENCE: 14 " — 

(^aggtgtccgc ate 13 




oF 




2 ' -substituted sugar } 

. 

41 D^^c^orss^ 



^i'^ 01 e/Tors shownewIH!! ^ 



fiIe://C:\CRF4\Outhold\VsrJ696488.hUn 



<.210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<2'A\> 
<222> 
<223> 

<.400> 
tcccgc 




pho5phorol}jioate backbone 
i-20' 

2 ' -substitiatfiri sugar 

:-:> and 15-19 

Locations 1-20 = phosphorothioate backbone 
Locations 1-5 and 15-19 = 2 ' -substituted sugar 
22 

ctgt gacatgcatt 20 



BEST AVAILABLE COPY 



PageJof 4 



VBRIPICATIOM SUMMARY DATE: 10/13/2004 

PATENT APPLICATIOK: 0S/1O/696, 488 TIME: 10:12:29 

Input Set : A:\a«quanca listing- 1-02. tact 
Output Set: N: \CRF4\10132004\J6 96488. raw 

L:13 M:270 C: Current Application Number differs. Replaced Current Application Nuniber 

L:14 M:27l C: Current Filing Date differs. Replaced Current Filing Mte 

L:0 M:282 E: Numeric Field Identifier Missing, <160> is required.^/J^^ 

L:29 M:283rT>: Missing Blank Line separator. <400> field identifier *** 

L:36 M:283 W: Missing Blank Line separator, <220> field identifier 

L:37 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID»:2 

L:40 M:283 W: Missing Blank Line separator, <400> field identifier 

L:47 M:283 W: Missing Blank Line separator, <220> field identifier 

L:48 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:3 

L:51 M:283 W: Missing Blank Line separator, <400> field identifier 

L:58 M:283 W: Missing Blank Line separator, <220> field identifier 

L:59 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:4 

L:62 M:283 W: Missing Blank Line separator, <400> field identifier 

L:69 M:283 W: Missing Blank Line separator, <220> field identifier 

L:70 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 

L:73 M:283 W: Missing Blank Line separator, <400> field identifier 

L:80 M:283 W: Missing Blank Line separator, <220> field identifier 

L:81 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:6 

L:84 M:283 W: Missing Blank Line separator, <400> field identifier 

L:9l M:283 W: Missing Blank Line separator, <220> field identifier 

L:92 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:7 

L:94 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:7 

L:98 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:7 

L:98 M:283 W: Missing Blank Line separator, <400> field identifier 

L:105 M:283 W: Missing Blank Line separator, <220> field identifier 

L:106 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:8 

L:108 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:8 

L:112 M;258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:8 

L:112 M:283 W: Missing Blank Line separator, <400> field identifier 

L:ll9 M:283 W: Missing Blank Line separator, <220> field identifier 

L:120 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:9 

L:122 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:9 

L:126 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:9 

L:126 M:283 W: Missing Blank Line separator, <400> field identifier 

L:133 M:283 W: Missing Blank Line separator, <220> field identifier 

L:134 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:10 

L:137 M:283 W: Missing Blank Line separator, <400> field identifier 

L:144 M:283 W: Missing Blank Line separator, <220> field identifier 

L:145 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:11 

L:148 M:283 W: Missing Blank Line separator, <400> field identifier 

L:155 M:283 W: Missing Blank Line separator, <220> field identifier 

L:156 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:12 

L:159 M:283 W: Missing Blank Line separator, <400> field identifier 

L:166 M:283 W: Missing Blank Line separator, <220> field identifier 

L:167 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:13 

L:170 M:283 W: Missing Blank Line separator, <400> field identifier 

L:177 M:283 W: Missing Blank Line separator, <220> field identifier 

L:178 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:14 



file://C:\CRF4\Outhold\VsrJ696488.htm 



BEST AVAILABLE QOPY 

10/13/04 



Page y of 4 



VERIFICATION SUMKARV DATE: 10/13/2004 

PATENT APPLICATION: nS/10/696 , 488 TIME: 10:12:29 

Input Set : A:\8equence listing-l-02.txt 
Output Set: N:\CRF4\10X32004\J696488.raw 

I-:181 M:283 W: Missing Blank Line separator, <400> field identifier 

L:182 M:320 (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KBYS:1 

L:188 M:283Ty: Missing Blank Line separator, <220> field identifier 

L:189 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:1S 

L:192 M:283 W: Missing Blank Line separator, <400> field identifier 

L:199 M:283 W: Missing Blank Line separator, <220> field identifier 

L:200 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:16 

L:203 M:283 W: Missing Blank Line separator, <400> field identifier 

L:210 M:283 W: Missing Blank Line separator, <220> field identifier 

L:21l M:257 W: Feature value mis-spelled or invalid, <22l> Name/Key for SEQ ID#:17 

L:214 M:283 W: Missing Blank Line separator, <400> field identifier 

L:221 M:283 W: Missing Blank Line separator, <220> field identifier 

L:222 M:2S7 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:18 

L:224 M;257 W: Feature value mis-spelled or invalid, <22l> Name/Key for SEQ ID#:18 

L:228 M:256 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:18 

L:228 M:283 W: Missing Blank Line separator, <400> field identifier 

L:235 M:283 W: Missing Blank Line separator. <220> field identifier 

L:236 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:19 

L:238 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:19 

L:242 M:2S8 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:19 

L:242 M:283 W: Missing Blank Line separator, <400> field identifier 

L:249 M:283 W: Missing Blank Line separator, <220> field identifier 

L:250 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:20 

L:252 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:20' 

L:256 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:20 

L:256 M:283 W: Missing Blank Line separator, <400> field identifier 

L:263 M:283 W: Missing Blank Line separator, <220> field identifier 

L:264 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:21 

L:266 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:21 

L:270 M:25B W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:21 

L:270 M:283 W: Missing Blank Line separator, <400> field identifier 

L:276 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:22 

L:277 M:283 W: Missing Blank Line separator, <220> field identifier 

L:278 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:22 

L:280 M;257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:22 

L:284 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:22 

L:284 M:283 W: Missing Blank Line separator, <400> field identifier 

L:0 M:203 E: No. of Seq, differs, <160> Number Of Sequences : Input (0) Cou^^ed' (22) <^ 



BEST AVAILABLE COPY 
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